be selectively neutral was found. When equal deleterious selection against rare bases at all nonsilent sites was assumed and the estimate of a from the more common silent sites used, the average amount of selection acting against variant enzymes could also be estimated. The average amount of selection necessary to explain the observed enzyme polymorphisms was found to be quite small in both data sets.
. The second is the case where X M is a martingale, since (D) is then provided by the Kunita-Watanabe projection theorem; see [2] . The general incomplete semimartingale case is more difficult, and we shall sketch two possible lines of approach in the next sections.
3. The minimal martingale measure. The first idea is to try to get back to a martingale situation. Let P* P be any martingale measure for X and consider the KunitaWatanabe decomposition of H under P*"
where the P*-martingales X and L* are P*-orthogonal. Then we can make two observations: (i) If L* is also a P-martingale and P-orthogonal to M, we obviously have the existence of a decomposition (D).
(ii) If every P-martingale L which is P-orthogonal to M is also a P*-martingale and P*-orthogonal to X, we obtain uniqueness for the decomposition (D), since the KunitaWatanabe decomposition is unique.
Thus, the problem is to find a martingale measure P P satisfying (i) and (ii). Such a P will be called a minimal martingale measure. Intuitively, P is that martingale measure for X which is closest to the original measure P. The following result is proved in [1] . Intuitively, the conditions of the theorem say that the first and second-order structure of X is not changed by enlarging the filtration from F to F. This is sufficient since we essentially use a mean-variance criterion. The preceding method can for example be used to study a Black-Scholes type model with a random variance. See [1] for details of this application.
